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SRAP analysis of acelora (Malpighia glabra L.) introduced from Vietnam

Masashi Yamamoto'*, Kazuhiko Harada’, Yui Nakanishi',

Shota Kanmera®, Akira Tominaga® and Kiyotake Ishihata’

' Laboratory of Fruit Science, Faculty of Agriculture, Kagoshima University,

Korimoto, Kagoshima 890-0065

* Nichirei Suco Inc., Tsukiji, Chuo-Ku, Tokyo 104-0045

* Ibusuki Experimental Botanical Garden, Experimental Farm, Faculty of Agriculture,
Kagoshima University, Ibusuki, Kagoshima 890-0402

" Toso Orchard, Experimental Farm, Faculty of Agriculture, Kagoshima University,

Toso, Kagoshima 890-0081

’ Professor emeritus of Kagoshima University

Summary

Sequence-rerated amplified polymorphism (SRAP) analysis of ten acerola (Malpighia glabra L.)
accessions includes three cultivars introduced from Vietnam was conducted. Three Vietnamese cultivars
were distinguished from each other. In addition, they were distinguished from control accessions. Results
of SRAP indicate a relationship between, both Vietnamese cultivars, ‘Go Cong’ and ‘Ben Tre’, and slight
relationship among them and ‘Florida Sweet’ and ‘Hawaiian Queen’. Vietnamese cultivar ‘High Vitamin
C’ was clustered with ‘Maunawili’ and ‘Rehnborg’. The present study demonstrated the usefulness of
SRAP analysis for identification of cultivars introduced from Vietnam.
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Table 1. Acerola (Malpighia glabra L.) accessions used in the
present study.

No.  Accession Origin
1 Go Cong Vietnam
2 Ben Tre Vietnam
3 High Vitamin C Variety Vietnam
4 Sanmi-kei (Hosoba) -
5 Flor Branca Brazil
6  Florida Sweet Florida
7 Hawaiian Queen Hawaii
8  Tropical Ruby Hawaii
9  Maunawili Hawaii
10 Rehnborg Hawaii
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Table 3. SRAP primer combinations in the present study.

Primer combination

Em1/Me4 Em7/Me9
Em2/Me3 Em9/Me3
Em2/Me8 Em10/Mell
Em3/Me3 Eml1/Mel
Em4/Me5 Em13/Me4
Em5/Mel2 Eml14/Mel
Em6/Me6

Table 2. Forward and reverse SRAP primer information for the present study.

Forward primer

Reverse primer

Mel: TGAGTCCAAACCGGATA
Me3: TGAGTCCAAACCGGAAT
Me4: TGAGTCCAAACCGGACC
Me5: TGAGTCCAAACCGGAAG
Me6: TGAGTCCAAACCGGACA
Me8: TGAGTCCAAACCGGACT
Me9: TGAGTCCAAACCGGAGG
Mell: TGAGTCCAAACCGGAAC
Mel2: TGAGTCCAAACCGGAGA

Eml: GACTGCGTACGAATTAAT
Em2: GACTGCGTACGAATTTGC
Em3: GACTGCGTACGAATTGAC
Em4: GACTGCGTACGAATTTGA
Em5: GACTGCGTACGAATTAAC
Em6: GACTGCGTACGAATTGCA
Em7: GACTGCGTACGAATTCAA
Em9: GACTGCGTACGAATTCAG
Em10: GACTGCGTACGAATTCAT
Emll: GACTGCGTACGAATTCTA
Em13: GACTGCGTACGAATTCTG
Em14: GACTGCGTACGAATTCTT
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Fig. 1 DNA amplifications of acerola accessions using SRAP
primers. M: molecular markers, 1-10: see Table 1.
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Fig. 2 Genetic relationships of acerola accessions estimated by
maximum likelihood estimation method cluster analysis of
SRAP data.
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